[Identification of gastric cancer-related differentially expressed genes by combining PCA and ICA].
Screening potential differentially expressed genes can help us to understand the functions of the genes and their roles in disease development. Due to the different emphases of the principal component analysis and independent component analysis, a novel method that combines principal component analysis and independent component analysis is proposed to identify differentially expressed genes associated with gastric cancer for the improvement of accuracy and credibility of results. This method screens out 16 differentially expressed genes which is significantly related to the occurrence and development of gastric cancer from gastric cancer gene expression data with 7129 genes and 29 samples. These genes are worthy to be studied experimentally. The results of this paper are helpful for revealing the occurrence and development mechanism of gastric cancer.